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Geny zodpovedné za hereditarni
formy karcinomu prsu
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Fig 1. Metaanalysis of the rsk of uns-
elected breast cancer for CHERZ*1100d=IC
heterczygotes versus noncarriers. Studies
appear in weighted order and start with the
smallest contributor at the top.




CHEK2 a karcinom prsu

Studies of early onsst breast cancer Odds ratio (95% Cl

Rashid* # 4.9 (0.7 to 36)

CHEKZ Consortium =t & 2.2100.2 1o 24)
Friedrichsen® & 2806t
Cybulzki = * 2410910 6.4)

af 1 W aCler
Overall, fixed effect model 26101310 5.5) smallest contributor at the top.

Owverall, random effect model 2.711.3t0 E.B)

0.01 05 1 2 348 10 20 =00}

Odds Ratio for CHEK2*1100delC Hetlﬂzygmtes v Noncarriers




CHEK2 a karcinom prsu

Studies of familial breast cancer
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Fg 3. Meta-analvsis of risk of familial
breast cancer for CHERKZ*1100delC het-
erozygotes versus noncarriers. Studies ap-
pear in weighted order starting with the
smallest contributor at the top.
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* Vystupy pro praxi:

— S poruchou genu CHEK?Z je spojeno vysoke
riziko vzniku karcinomu prsu

— PécCe o0 osoby s mutaci odpovida pecCi o osoby
s poruchou genu BRCA1/2

— Testovani genu CHEKZ je rutinni soucasti

molekularné genetické analyzy genu
BRCA1/2



Dekuji za pozornost
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